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> ZHEK293T Cells Ay ] [ ik Cas9. puromycini 45 KA1 H (1) 5 K sgRNA [ 18 95 55 /B Yt HEK 293 T4H i 3+ 22 i puromycin i
e JR IR 2 SO EHEK 293 T o - il 26 A 40 AR S 1855 75 1) ik DR P 91 ) S B P A R AR 25 KL
U6 sgRNA EFS  SpCas9 Flag P2APuro
BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.
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> BT AL ES CRISPR/CasOH R IR 2 Se 4, 2T CRISPR/CasOBCARIIAS i, Big B P2 2/3 (AL A AL IR
AT EC T H B HIRER, X 13 I AR KBRS R A . IR A5 0L T A 2023 A i A A H I BE R R, S
PABEATAR 22 19 H BRI AP0 22 DI RE ORI T 1 o T SRAy B 3045 100%J= R i B B 4L, mT DA 1 A7 A8 A7 i 7 0 B v P A i
BH AL 5 R HEAT 7 B A AR X 97T e AR 55
> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).
> B R [A R AL IE T CRISPR/Cas9 4% A I RAD18 5k [A] i [ ¥ 5T K (L 10080 pLenti-RAD18-sgRNA). 185 8 (L10081 RAD18
Knockout Lentivirus). HEK293T4H ffii(L10082 RAD18 Knockout HEK293T Cells). HEK293 Tk 41 il ATRTPA 24 fi# #7 (L 10083
RAD18 Knockout HEK293T RIPA Lysate). HEK293 T Bk 41 i [ Trizol Z4F (L 10084 RAD18 Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human RADIS 56852 BC001302 NM_020165
About the gene
Official Symbol RADI8
Previous Symbol -
Official Full Name | RADI18, E3 ubiquitin protein ligase
Synonyms RNF73
Location 3p25.3
Gene Type protein-coding gene
Uniprot ID QINS91
Pathway/Library Ubiquitin Ligases Genes Library
The protein encoded by this gene is highly similar to S. cerevisiae DNA damage repair protein Rad18.
Yeast Rad18 functions through its interaction with Rad6, which is an ubiquitin-conjugating enzyme
Gene Summary required for post—replication repair of damaged DNA. Similar to its yeast count.erpart, this pr(?tein is aple
to interact with the human homolog of yeast Rad6 protein through a conserved ring-finger motif. Mutation
of this motif results in defective replication of UV-damaged DNA and hypersensitivity to multiple
mutagens.
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1. HEK293TH4HfRIIZ . B KIEFR:
a. ANHEK293T CellsJy A} 2 H A% K sgRNA . Cas9Fpuromycindii It (185 2 ik e 31258 puromycin i e FIT7TEL4E 2 19 £ 77
FEHEK293 T4 il .
b. AU SRAEAM RS IEER TR B IR S5 R R iz iy 0 AR IAIRE RS (TUK) s — /NI RE 5% 77 ¥ 41 g
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DLV I 3085 7 70 40 s R s 8 00 i P b AT I8 5
c. XTFUKZHMRAIN, HTKOCEmEamt, ErRPRARE IR, V2B RAREGRAE: A Ea 1K, 5EE
52958 % BT RRE A AU R A B OB R R AP L, DDA DR 4 B T = iR AR
d. USCEIVRAT A0 i 1 R D 5 A kAT 5 7%, CARAA RIS 0 RS TR ERF . W AN AT A, VRA7 40 i T 7E-80°C
SRR H
e. WHEAEL I, AFUH0.5-1ml, TG R60-90%, EIEHEIN6ecmBEFRILF . WG I 57755 R 5
i, TTCAVHAL G R 3. 5emBEFR I, X AR A K22 B o
£ SRR T IRIZ T, HR IR R A e A R IR N BE LR M, SRS S VS TE A N AR AR KORAS
T I 85% 18 AT AR AR ERAE s W R BT INANIREL 2, IS IR E T 55 940 b i B0 R DA 07 (1 40 M P
UOWRE . an SRR (2 F RIS i B OB B BRI, AT DA E B R R B R IR e IR R B R . ARG IR AL IE
W OR BB IR AR SR 7%, FE BAE T CE R IR, OREE — PSRRI, FEIMN— B3 B IR, IR R T DUS &k
BT 55 FR B E 22 5 S BN A K IAIE N, f R B A A KRS .
g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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2. EERENLERE:
a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 1Y, SR 5 BEATTTRIBE I A LIk AT, AR 225 38 25 R I 2 R 40 G 8 5 AR A I 77 £2(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
FANIEEE IR AR, ANIE A I8 qRT-PCRXT H [ R fImRN ABEAT 5 SAG I SR Wi 75 5B 1 B 110 22 D 1 e o3k
b. KT HRRREAA, WSS PCRY 1Y HsgRNASE [ (R 5E K] Fv B G AT 3 00 e 1) 7 QAT 30 AIE , ()BT DAASE FH AR R e
PRHEATRTIN o AR 7= AR AT DA S 10— 20 077 12 B0 ot [ 4T R PR 5 23 A7 256 R w8 14D 455 5 DA B i 42 () R ) 2 D R AF 9
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L00020 Control Knockout HEK293T Cells 132/
100022 GFP Knockout HEK293T Cells 132 /%8
0222 R -FERH R IR (100X) 100ml
D0508S/M R 2 2 e SR A A U k) 25/1004%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (&M 2 25) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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